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Gene symbol 
OSBP 

NFKJB3 
(p65) 

CAPNI 

CCND1 

EFEMP2* 

FOSL1 

PLCB3 

PPP1CA 

VEGFB 

ESRRA, ERR1 

CTSW 

GALN* 

LRP5, LRP7, LR3* 

CBP2 

TCIRGl 

LTBP3 

FGFI9* 

Delta5-desaturase* 



Gene name 



Oxysterol-binding protein 

Duclearfactor of kappa light polypeptide gene enhancer B-cells 3 

Calpain, large polypeptide LI 
Cyclui Dl 

EGF-contaLning fibulin-like extracellular matrix protein 2 
FOS-Iike antigen-1 

Phospholipase C, beta 3 (phosphatidylLnositoI-specific) 
Protein phosphatase- 1 , catalytic subunit, alpha isoform 
Vascular endothelial growth factor B 
estrogen-related receptor alpha 
Cathepsin W 
Galanixi 

Low density lipoprotein receptor-related protein-5 
Collagen-binding protein 2 (colligen 2) 
T-cell immune regulator 1 

Latent transforming growth factor-beta binding protein-3 
Fibroblast growth factor 19 (FGF19) 
Delta5 -desaturase 
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Figure 2 

GCCATGGAGCCCGAGTGAGCGCGGCGCGGGCCCGTCCGGCCGCCGGACAACAT 
GGAGGCAGCGCCGCCCGGGCCGCCGTGGCCGCTGCTGCTGCTGCTGCTGCTGCT 
GCTGGCGCTGTGCGGCTGCCCGGCCCCCGCCGCGGCCTCGCCGCTCCTGCTATTT 
GCCAACCGCCGGGACGTACGGCTGGTGGACGCCGGCGGAGTCAAGCTGGAGTC 
CACCATCGTGGTCAGCGGCCTGGAGGATGCGGCCGCAGTGGACTTCCAGTTTTC 
CAAGGGAGCCGTGTACTGGACAGACGTGAGCGAGGAGGCCATCAAGCAGACCT 
ACCTGAACCAGACGGGGGCCGCCGTGCAGA ACGTGGTCATCTCCGGCCTGGTCT 
CTCCCGACGGCCTCGCCTGCGACTGGGTGGGCAAGAAGCTGTACTGGACGGACT 
CAGAGACCAACCGCATCGAGGTGGCCAACCTCAATGGCACATCCCGGAAGGTGC 
TCTTCTGGCAGGACCTTGACCAGCCTAGGGCCATCGCCTTGGACCCCGCTCACG 
GGTACATGTACTGGACAGACTGGGGTGAGACGCCCCGGATTGAGCGGGCAGGG 
ATGGATGGCAGCACCCGGA AGATCATrGTGGACTCGGACATTTACTGGCCCAAT 
GG A CTG A CC A TCG A CCTG G A G G A G C A G A A G C FC T A C TG G GCTG A CG CC A A G CTC 
AGCTTCA TCCACCGTGCCA ACCTGGACGGCTCGTTCCGGCAGA AGGTGGTGGAG 
GGCAGCCTGACGCACCCCTTCGCCCTGACGCTCTCCGGGGACACTCTGTACTGG 
ACAGACTGGCAGACCCGCTCCATCCATGCCTGCAACAAGCGCACTGGGGGGAAG 
AGGA AGGAGATCCTGAGTGCCC F G VAC'l CACCCATGGACATCCAGGTGCTGAGC 
CAGGAGCGGCAGCCTTTCTTCCACAC VCG(\ GIG A G G A G G A C A A 7 G G C G G C TG C 
TCCCACCTGTGCCTGCTGTCCCCA AGCGAGCC'f \ TCTACACA1 GGGCC FGCCCCA 
CG GGTGTG C A GCTG C A GG A C A A CGG C A G G A CG 1 G T A A G G C A G G A G CCG A G G A G 
GTGCTGCTGCTGGCCCGGCGGACGGACC f ACGGAGGATCTCGC rGGACACGCCG 
G A C TT C A C C G A C A T C G T G C I G C A G G 'f G G A C ( '* A C A i CCGGCACGCCA I TGCCATC 
G A CT A C G A CCCG C T A G A G G G C T A T G TC T A (_ ' f GGACAGATGACGAGG J GCGGGCC 
A TCC G C A G G G CGT A C C F G G A CG G G T C 1 G G G G CG C A G A C G CTG G F C A A C A C C G A G 
ATCA ACGACCCCGATGGCATCGCGG I CGAC'I GGG T G G CCCG A A A C CTC F A CTG G 
ACCGACACGGGCACGGACCGCATCG AGGTGACGCGCCTCA ACGGCACC FCCCGC 
A A G A TCC TG G T G TC G G A G G A CC FG G A CG A G C C CC G A G C C A rCGCAC'I'GCACCCC 
GTG A T GG G C CTC A T G T A C TG G A C A G A CI G f > G G A G A G A A CCCT A A A A TCG A G TGT 
GCCA ACTTGGATGGGCAGGAGCGGCG f ( ;TGC1 GGTCAA1 GCC1 CCCI CGGG'f GG 
CCCAACGGCCTGGCCCTGGACCTGCAGGAGGGGAAGC1CTACTGGGGAGACGCC 
A A G A C A G A C A A G A TCG A G G TG A TC A A TG 1 TG A TG G G A CG A A G A G G CG G A CC C T 
CCTGGAGGACA AGCTCCCGCACAT FTTCGGGT1 CACGCTGC1 GGGGG ACTTCAT 
CTACTGGACTGAC1GGCAGCGCCGCAGCATCGAGCGGGTGCACAAGGTCAAGGC 
CAGCCGGGACGTCATCATTGACCAGCTGCCCGACCTGATGGGGC1 CAAAGCTGT 
GAATGTGGCCAAGGTCG FCGGAACCAACCCGTGTGCGGACAGGAACGGGGGGT 
GC AGCCACCTGTGCTTCTTCACACCCCACGC A A CCCGGTGTGGCTGCCCCATCG 
GCCTGGAGCTGCTGAGTGACATGAAGACCTGCATCGTGCCTGAGGCCTTCTTGG 
TCTTCACCAGCAGAGCCGCCATCCACAGGATCTCCCTCGAGACCAATAACA ACG 
ACGTGGCCATCCCGCTCACGGGCGTCAAGGAGGCCTCAGCCCTGGAC1TTGATG 
TGTCCAACA ACCACATCTACTGGACAGACGTCAGCCTGAAGACCATCAGCCGCG 
CCTTCATGA ACGGGAGCTCGGTGGAGCACGTGGTGGAGTTTGGCCTTGACTACC 
CCGAGGGCATGGCCGTTGACTGGATGGGCA AGAACCTCTACTGGGCCGACACTG 
GGACCAACAGAATCGAAGTGGCGCGGC1GGACGGGCAGTTCCGGCAAGTCCTC 
GTGTGGAGGGACTTGGACAACCCGAGGTCGCTGGCCCTGGATCCCACCA AGGGC 
TACATCTACTGGACCGAGTGGGGCGGCAAGCCGAGGATCGTGCGGGCCTTCATG 
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GACGGGACCAACTGCATGACGCTGGTGGACAAGGTGGGCCGGGCCAACGACCT 
CACCATTGACTACGCTGACCAGCGCCTCTACTGGACCGACCTGGACACCAACAT 
GATCGAGTCGTCCAACATGCTGGGTCAGGAGCGGGTCGTGATTGCCGACGATCT 
CCCGCACCCGTTCGGTCTGACGCAGTACAGCGATTATATCTACTGGACAGACTG 
5 GAATCTGCACAGCATTGAGCGGGCCGACAAGACTAGCGGCCGGAACCGCACCCT 
CATCCAGGGCCACCTGGACTTCGTGATGGACATCCTGGTGTTCCACTCCTCCCGC 
CAGGATGGCCTCAATGACTGTATGCACAACAACGGGCAGTGTGGGCAGCTGTGC 
CTTGCCATCCCCGGCGGCCACCGCTGCGGCTGCGCCTCACACTACACCCTGGAC 
CCCAGCAGCCGCAACTGCAGCCCGCCCACCACCTTCTTGCTGTTCAGCCAGAAA 

10 TCTGCCATCAGTCGGATGATCCCGGACGACCAGCACAGCCCGGATCTCATCCTG 
CCCCTGCATGGACTGAGGAACGTCAAAGCCATCGACTATGACCCACTGGACAAG 
TTCATCTACTGGGTGGATGGGCGCCAGAACATCAAGCGAGCCAAGGACGACGG 
GACCCAGCCCTTTGTTTTGACCTCTCTGAGCCAAGGCCAAAACCCAGACAGGCA 
GCCCC ACG A CCTCAGCATCG AC ATCTACAGCCGG A CACTGTTCTGGACGTGCGA 

15 GGCCACCAATACCATCAACGTCCACAGGCTGAGCGGGGA AGCCATGGGGGTGG 
TGCTGCGTGGGGACCGCGACAAGCCCAGGGCCATCGTCGTCAACGCGGAGCGA 
GGGTACCTGTACTTCACCA ACATGCAGGACCGGGCAGCCAAGATCGAACGCGCA 
GCCCTGG ACGGCACCGAGCGCGAGGTCCTCTTCACCACCGGCCTCATCCGCCCT 
GTGGCCCTGGTGGTGGACAACACACTGGGCAAGCTGTT.CTGGGTGGACGCGGAC 

20 CTGAAGCGCATTGAGAGCTGTGACCTGTCAGGGGCCAACCGCCTGACCCTGGAG 
GACGCCAACATCGTGCAGCCTCTGGGCCTGACCATCCTTGGCAAGCATCTCTAC 
TGGATCGACCGCCAGCAGCAGATGATCGAGCGTGTGGAGAAGACCACCGGGGA 
CAAGCGGACTCGCATCCAGGGCCGTGTCGCCCACCTCACTGGCATCCATGCAGT 
GGAGGA AGTCAGCCTGGAGGAGTTCTCAGCCCACCCATGTGCCCGTGACAATGG 

25 TGGCTGCTCCCACATCTGTATTGCCAAGGGTGATGGGACACCACGGTGCTCATG 
CCCAGTCCACCTCGTGCTCCTGCAGAACCTGCTGACCTGTGGAGAGCCGCCCAC 
CTGCTCCCCGGACCAGTTTGCATGTGCCACAGGGGAGATCGACTGTATCCCCGG 
GGCCTGGCGCTGTGACGGCTTTCCCGAGTGCGATGACCAGAGCGACGAGGAGGG 
CTGCCCCGTGTGCTCCGCCGCCCAGTTCCCCTGCGCGCGGGGTCAGTGTGTGGA 

30 CCTGCGCCTGCGCTGCGACGGCGAGGCAGACTGTCAGGACCGCTCAGACGAGGC 
GG ACTGTG A CGCCATCTGCCTGCCCAACCAGTTCCGGTGTGCG A GCGGCCAGTG 
TGTCCTCATCAAACAGCAGTGCGACTCCTTCCCCGACTGTATCGACGGCTCCGA 
CGAGCTCATGTGTGAAATCACCAAGCCGCCCTCAGACGACAGCCCGGCCCACAG 
CAGTGCCATCGGGCCCGTCATTGGCATCATCCTCTCTCTCTTCGTCATGGGTGGT 
35 GTCTATTTTGTGTGCCAGCGCGTGGTGTGCCAGCGCTATGCGGGGGCCAACGGG 
CCCTTCCCGCACGAGTATGTCAGCGGGACCCCGCACGTGCCCCTCAATTTCATA 
GCCCCGGGCGGTTCCCAGCATGGCCCCTTCACAGGCATCGCATGCGGAAAGTCC 
ATGATGAGCTCCGTGAGCCTGATGGGGGGCCGGGGCGGGGTGCCCCTGTACGAC 
CGGAACCACGTCACAGGGGCCTCGTCCAGCAGCTCGTCCAGCACGAAGGCCACG 
40 CTGTACCCGCCGATCCTGAACCCGCCGCCCTCCCCGGCCACGGACCCCTCCCTG 
TACAACATGGACATGTTCTACTCTTCAAACATTCCGGCCACTGCGAGACCGTAC 
AGGCCCTACATCATTCGAGGAATGGCGCCCCCGACGACGCCCTGCAGCACCGAC 
GTGTGTGACAGCGACTACAGCGCCAGCCGCTGGAAGGCCAGCAAGTACTACCTG 
GATTTGAACTCGGACTCAGACCCCTATCCACCCCCACCCACGCCCCACAGCCAG 
45 TACCTGTCGGCGGAGGACAGCTGCCCGCCCTCGCCCGCCACCGAGAGGAGCTAC 
TTCCATCTCTTCCCGCCCCCTCCGTCCCC 

CTGCACGGACTCATCCTGACCTCGGCCGGGCCACTCTGGCTTCTCTGTGCCCCTG 
TAAATAGTTTTAAATATGAACAAAGAAAAAAATATATTTTATGATTTAAAAAAT 
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Figure 3 

M E A A PPG PP WPLLLLLLLLL A LCGCPA P A A ASPLLLFA NRRD VRLV DA G GVKLESTI 
WSGLEDAAAVDFQFSKGAVYWTDVSEEAIKQTYLNQTGAAVQNVVISGLVSPDGL 
5 ACDWVGKEXYWTDSETNRJEVANLNGTSRXVLFWQDLDQPRAIALDPAHGY 
TDWGETPRIERAGMDGSTRKirVDSDIYWNGLTIDLEEQKLW 
DGSFRQKVVEGSLTHPFALTLSGDTLYWTDWQTRSIHACNKRTGGKRKEILSALYSP 
MD1QVLSQERQPFFHTRCEEDNGGCSHLCLLSPSEPFYTCACPTGVQLQDNGRTCKA 
GAEEVLLLARRTDLRJRJSLDTPDFTDIVLQVDDIRHALAIDYDPLEGYYYWTDDEVR 
10 APRRAYEDGSGAQTLVNTEINDPDGIAVD\WARNLYWTDTGTDmEVTRLNGTSRK 
ILVSEDLDEPRAIALHPVMGLMYWTDWGENPKIECANLDGQERRVLVNASLGWPN 
GLALDLQEGKI.YWGDAKTDKJEV1NVDGTK^ 

WQRRSIERVHKVKASRDV1IDQLPDLMGLKAVNVAKVVGTNPCADRNGGCSHLCFF 
TPHATRCGCPIGLELLSDMKTCrVPEAFLVFTSRAAJHRISLETNNNDVAIPLTGVKE 

15 ASALDFDVSNNHmVTDVSLKTISRAFMNGSSVEHVVEFGLDYPEGMAVDWMGKN 
LWADTGTNRIEVARLDGQFRQVLVWRDLDNPRSLALDPTKGYTYWTEWGGKPR1 
VRAFMDGTNCMTLVDKVGRANDLTIDYADQRLYWTDLDTNMIESSNMLGQERVV 
IADDLPHPFGLTQYSDYIYWTDWNLHSIERADKTSGRNRTLIQGHLDFVMDILVFHS 
SRQDGLNDCMHNNGQCGQLCLAIPGGHRCGCASHYTLDPSSRNCSPPTTFLLFSQKS 

20 AISRMIPDDQHSPDLILPLHGLRiWKAIDYDPLDKFI^^ 

VLTSLSQGQNPDRQPHDLSIDIYSRTLFWTCEATNTI^^VHRLSGEAMGVVLRGDRDK 

PRAlVVNAERGYLYFrNMQDRAAKJERAALDGTEREVLFTTGLIRPVALVVDNTLG 

KIJFWVDADLKJUESCDI^GANRLT^ 

KTTGDKJRTRJQGRVAHLTGIHAVEEVSLEEFSAHPCARDNGGCSHICIAKGDGTPRC 
25 SCPVHLVLLQNLLTCGEPPTCSPDQFACATGEIDCIPGAWRCDGFPECDDQSDEEGC 
PVCSAAQFPCARGQCVDLRLRCDGEADCQDRSDEADCDAICLPNQFRCASGQCVLI 
KQQCDSFPDCIDGSDELMCEITKPPSDDSPAHSSAIGPVIGIILSLFVMGGVYFVCQRV 
VCQRYAGANGPFPHEYVSGTPHVPLNFIAPGGSQHGPFTGIACGKSMMSSVSLMGG 
RGGVPLYDRNHVTGASSSSSSSTKATLYPPILNPPPSPATDPSLYNMDMFYSSNIPAT 
30 ARPYRPYnRGMAPPTTPCSTDVCDSDYSASRWKASKYYLDLNSDSDPYPPPPTPHSQ 
YLSAEDSCPPSPATERSYFHLFPPPPSPCTDSS 
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Source 


Nucleotide charjge 


Protein change 


Putative effect 


OPS 88 


G29A 


TrpIOstop 


Truncation 


Control 


A459G 


Prol53Pro 


No change 


Control 


InsCTG33 


Insert Leu 


Alfer<; signal 






aj residue 12 


peptide 


OPS 78 


GACCTACG 




\ fnlenowr* 

\J 1-i-JTvJ. IV. J W JL1 




1051-1058 


351-353 






ACCCTACA 


ThrLeuLys 




OPS 59 


C1282T 


A rp42^sfon 


Tninc^ti An 


OPS 53 


G1253T 




Tn i n P ~4 f 1 ri 


OPS 23 


dc\Gl467 


Framr^h iff 


Xni nrsf inn 


OPS 82 


G1481A 


Arg494GIn j 


Unknown 


OPS 2 


C1708T 


Arg570Trp 


Unknown 


OPS 72 


G 1999 A 


Val677Met 


Unknown 


OPS 45 


insT2150 


Frameshift 


Truncation 


OPS 41 


G2202A 


Trp734stop 


Unknown 


Control 


C2220T 


Asn740Asn 


Unknown 


OPS 92 


deIG2305 


Frameshift 


Truncation 


OPS 13 


C2557T 


GLo853siop 


Truncation 


OPS 7 


deIA3804 


Frameshift 


Truncation 


OPS 53 


C3989T 


Aial330Leu 


Unknown 


OPS 72 


C3989T 


AIaI330Leu 


Unknown 


Control 


G4416T 


Leul472Leu 


No change 
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NAME 


SEQUENCE 


LOCATION 

Jt_- vj v — /ill vj i i 


PRODUCT 
SIZE 


LRGENIF 


5* -TTG CTG CCC TAG ACT TAG CC-3' 


-1 19 


406 


LRGENIR 


5'-CCA AGT CGC TTC CGA GAC-3' 


+ 106 




LRGEN2F 


5 T -CAT CCC AGG GCT GTG TAT CT-3' 


-65 


543 


LRGEN2R 


5*-ACT TGG GCT CAT GCA A AT TC-3' 


+ 81 




LRGEN3FI 


5'-CCG ATG GGT GAG ATT TTA GG 3' 


-118 


329 


LRGEN3R1 


5*-CGT GGG TAC CTA CCG GAA C-3 T 


+ 16 




I RGFN4NF 


5'-TAA TTG GGT CAG CAG CA A TG-V 

— ' I X \ l\ I 1 VJ \J VJ A \ l \ VJ v / 1 VJ I \ C » 1 V J _/ 


-72 


277 


I ROFN4NR 


V-GGA fTr AG A CA A AGG PTG-V 

-J v J V_, i \ 1 L nv^A vj r\ /A r\\J V J V 1 U j 


f o 




I ^ K vJ C. j N J 1 N r 


s 1 AfrT n a p nr.T rrT ptt ttc n a v 

J -/VOl O AO OvJ 1 v. V. . 1 V 1 1 \_. i V_J V. l /\ y 


-3 1 


JUZ 


LKu fcPOrN K 


J -LAA O 1 O OA 1 1 1 K UAA LOo 


+ 1 zU 




LKutNor 


j - 1 Uu G 1 G AO 1 Al 1 1 GO G 1 i Ot-i 


-Vj 


J / / 


LRGEN 6 R 


j -CCA GAA TGA CAG GTC CAG G i-3 


+ 85 




LRGEN7FI 


5 -TGC TTC TTC TCC AGC C 1C A T-3 


-14 - 


302 


LRGEN7R I 


^ ATG TGG CCA AA1 AGC AGA GC-3 


+ 1 16 




LRGEN8F 


5 -GCA TTG AAC CCG TCT TGT FT-3 


-109 


4 26 


LRGEN8R 


5 -GGC ACC TGA GCT CAA CAC TI -3 


+ 100 




LRGEN9F 


5 -TGC TGG GCT GT r G T Gl V TA-3 


-47 


407 


LRGEN9R 


> -CTT TGA OGC AGG AAC AGA GG-3 


+ 70 




LKObN lOr 


3 -AGO GAA AO t COG i C 1 CAA A A -3 


-79 


4 I 7 


t r>r" ctm i no 


J -OO 1 O i A A 1 O AO J OAO OOO OA-J 


i i in 
+ 1 ii) 




Llvvj CJN 1 i I 1 


J -OAO OOO i OA OO 1 OA A OAO O 1 -j 


I Pt ^ 




i., i\ v.> lln i i r\ i 


S* PAP, P.TT P,PP P,A a PTT PpA C\ a 1 


4- 1 OR 




1 RGFN !?F 


S'-ATT GAT GiTG GTG GGT AGG GT-3' 


- ! f 1 
i i j 


479 


LRGFN 12R 


V-GAA GGT GGT TTG AGG GTG AG -3' 


+ 40 




LRGEN13F 


5 '-CGA GGT GGT GTG TGG CTT AG 3' 


-57 


352 


LRGEN13R 


5 T "TGG TGG GTC TGG TAA GG\ CA-3' 


+ 95 




LRGENI4F 


5^-CAG AGG TGT CC\ GGG AGT G-3' 

£ L VJ i V 1 — J V^- I V— - * \_- - — - i I. VJ \j V^- i A VJ I -■—> -J 


- 149 


440 


LRGEN MR 


5''GTG TGA G \G GCT GGG ATT G-3' 

— ' V — J VJ 1 VJ j r\ VJ < \ vJ V J I VJ VJ v^ n. 1 i V^ J 


+ 82 




LRGFN 1 5NF 


V-ATPi TGA GGT GTG AGG GTG G-3' 

j / \ i vj i v_i i v v v_ l \j i i \ vj v^ v.- i y_- vj _j 


R 1 

i J 1 


4 1 5 


LRGEN 15NR 


5'^TGC TGC CAT TAC TGA CAA TGA-3* 


+ 83 




LRGEN16F 


5'^TCT GTC CTC CCA AGC TGA GT-3 J 


-76 


374 


LRGEN16R 


5 T -CAC ACA GGA TCT TGC ACT GG-3' 


+ 88 




LRGEN 17F 


5 '-CAT GAG TTC TCA TTT GGC CC-3 1 


^92 


321 


LRGEN17R 


5'-GCC ACA GGG ACT GTG ATT TT-3' 


+ 103 




LRGEN I8F 


5 '-CAA CTT CTG CTT TGA AGC CC-3> 


-88 


423 


LRGEN18R 


5 J -CAG AGC CCC TAC TCC TGT GA-3' 


+ 98 




LRGEN19F 


5 '-CCA GAC CTT GGT TGC TGT G-3* 


-81 


269 


LRGEN 19R 


5'-CGT CTC CTC CCC TAA ACT CC-3 1 


+ 77 




LRGEN20NF 


5'-ATG TTG GCC ACC TCT TTC TG-3' 


-34 


310 


LRGEN20NR 


5'~CTG CCT CCT CCA GAT CAT TC-3 f 


+ 39 




LRGEN21F 


5 '-GAG TCT CGT GGG TAG TGG GA-3' 


-102 


373 
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LRGEN21R 


5 AGA AAG CAA GCA TGC CTC AG-3 


+ 131 




LRGEN22F 


5 -AGC CCT CTC TGC AAG GAA AG-3 


-96 


305 


LRGEN22R 


5 -GCC CAC TAG CAC CCA GAA TA-3 


+ 111 




LRGEN23F 


5 -GAC AGG CCT TTC CCG TTC-3 


-95 


650 


I^KOeJnzJR 


J -LAO OAO (jAL ICi CAJ bul 00-3 


+ 106 




LKLUDlr 


3 -1 1C 0 1 1 A l O OO 1 (JO 1 bit 1 A-3 


4192 


416 


LKLUIJIK 


J -1 It LJL uAA I OA 1 Oi AOO bt-j 


4607 




LRCOD2F 


5 V -ACC TGG ACT TCG TGA TGG AC-3' 


2654 


466 


LRCOD2R 


5 -CAG AAC AGT GTC CGG CTG TA-3 


3119 




LRCOD3F 


5'-CCA TGG AGC CCG AGT GAG-3' 


-50 


504 


LRCOD3R 


5*-GTC AAG GTC CTG CCA GAA GA-3* 


453 




LRCOD4F 


5'-GGG CAA GAA GCT GTA CTG GA-3' 


354 


500 


LRCOD4R 


5'-TGG ATG TCC ATG GGT GAG TA-3* 


853 




LRCOD5F 


5'-CAG ACC CGC TCC ATC CAT-3' 


767 


484 


LRCOD5R 


5'-TCG TTG ATC TCG GTG TTG AC-3 1 


1250 




LRCOD6F 


5'-ATC GAC TAC GAC CCG CTA GA-3' 


1132 


546 


LRCOD6R 


5'-GTA GAT GAA GTC CCC CAG CA-3' 


1677 




LRCOD7F 


5'-GCC AAG ACA GAC AAG ATC GAG- 
3' 


1564 


505 


LRCOD7R 


5'-TGT GGT TGT TGG ACA CAT CA-3 T 


2068 




LRCOD8F 


5 F -CAC AGG ATC TCC CTC GAG AC-3* 


1966 


522 


LRCOD8R 


5'-CTC GAT CAT GTT GGT GTC CA-3' 


2487 




LRCOD9F 


5'-CAG CCC TTT GTT TTG ACC TC-3' 


3025 


484 


LRCOD9R 


5-TCC AGT AGA GAT GCT TGC CA-3' 


3508 




LRCOD10F 


5'-AAG CGC ATT GAG AGC TGT G-3' 


3400 


480 


LRCOD10R 


5' CTC CTC GTC GCT CTG GTC-3' 


3879 




LRCODflF 


5 T -CAC AGG GGA GAT CGA CTG TAT- 
3' 


3801 


480 


LRCOD11R 


5'-ACA TAC TCG TGC GGG AAG G-3 T 


4280 




LRCOD12F 


5 ' GTC CAG CAG CTC GTC CAG-3' 


4446 


567 


LRCOD12R 


5'~TAC AAA GTT CTC CCA GCC CT-3' 


5012 




LRCOD13F 


5'-TCA TGG ACG GGA CCA ACT3' 


2369 


431 


LRCOD13R 


5 J -GGT GTA GTG TGA GGC GCA G-3' 


2799 
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Figure 6 



BMSR Construct Information 

5 The following BSMR expression constructs have been constructed using the pcDNA3 
expression vector for use La following BSMR expression, function, and other biological 
(e.g, ligand and downstream signaling) interactions. 

I . A full length wild type construct extending from primers LRCOD3F to 
10 LRCOD12R. 

Sequence encoding a FLAG antibody epitope (GAC TAC AAG GAC GAC GAT GAC 
AAG) was inserted Into the wiid-type construct immediately downstream of nucleotide 165 
(relative to the "A" in the ATG translation start site). Thjs construct expresses a BSMR 
15 protein which has a FLAG epitope between wild type BSMR amino acid residues 55 and 

56, 

This was accomplished using tbe following primer sequences and a Quickchange reaction: 

20 LRPFLAGF: 5'-GAC TAC AAG GAC GAC GAT GAC AAG ACC ATC GTG GTC AGC 
GGC CTG-3* 

LRPFLAGR-5*-CTT GTC ATC GTC GTC CTT GTA GGA CTC CAG CTT GAC TCC 
GCC-3' 

25 

Sequence encoding a MYC antibody epitope (GAG CAG AAG CTG ATA TCC GAG GAG 
GAC CTG) was inserted immediately uptream of the stop codoa after residue 4845 (relative 
to the "A" La the ATG translation start site). The construct expresses a BSMR protein 
which has a MYC epitope at the end of the wild type BSMR polypeptide. 

30 

This was accomplished using the following primer sequences and a Quickchange reaction; 

LRPMYCF: 5 , -GAG CAG AAG CTG ATA TCC GAG GAG GAC CTG TGA CCT CGG 
CCG GGC-3' 

35 

LRPMYCR: 5*-CAG GTC CTC CTC GGA TAT CAG CTT CTG CTC GGA TGA GTC 
CGT GCA-3' 

A expresssion construct containing both the FLAG and MYC antibody epitopes at the 
40 aforementioned sites has also been produced- 
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Figure 13 
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